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Abstract 

Dekkera bruxellensis is the major contaminant yeast in the wine industry worldwide. Here, we 
present the draft genome sequence of D. bruxellensis LAMAP2480 isolated from a Chilean wine. 
Genomic evidence reveals shared and exclusive genes potentially involved in colonization and 
survival during alcoholic fermentation. Genomic evidence reveals shared and exclusive genes 
potentially involved in colonization and survival during alcoholic fermentation. © 2014 Federation 
of European Microbiological Societies. 

  
 


